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Summary 

The analysis of FTO gene polymorphism and its relations with diet and the 
nutritional status in selected group of people 

The aim of this study was to estimate the frequency of the rs9939609 FTO (FaT mass and Obecity-
associated gene) polymorphism and its relationship with diet and the nutritional status in group of 
adults. 
The study included 112 participants. The analysis of the studied polymorphism was performed by Fast 
Real-Time PCR, using a commercial set of primers and probes, in DNA isolated from buccal swabs. 
Anthropometric measurements, body composition analysis using the bioelectrical impedance (BIA) 
method were carried out, and the diet was assessed using the FFQ-6 frequency of consumption 
questionnaire and a three-day daily recording diary. Data on lifestyle, health, socioeconomic 
conditions and family history of obesity were collected. The data were statistically compiled from 
analyzes of variance, non-parametric tests and multivariate analyzes (principal component analysis, 
correspondence analysis). The frequency of mutant A allele in study group was 0.46. The frequency 
analysis of individual genotypes (TT=0.26; AT=0.56; AA=0.18) caused that genotype distribution in 
study group was consistent with Hardy-Weinberg law. The rs9939609 FTO gene polymorphism was 
associated with frequency above body weight. There was no difference in the values obtained from 
anthropometric measurements and body composition analysis in the group. The use of the analysis of 
components of the main criteria that the studied polymorphism FTO gene explained only 7.82% 
variability of features characterizing the nutritional status. There was no difference in nutrient intake 
between genotypes in the specified amount. Characteristic qualitative analysis, as well as the type of 
origin determined by genotypes, and the component frequency of individual groups of food products. 
The analysis of data prevalence of obesity in family showed a significant influence of relatives in 
female line.  
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